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Leaf development in A. thaliana
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BrARF3.1

protein-protein interactions
with BrKAN2
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The figures are taken from Sun, 2018.



The aim of the work

A to understand better the role of ARF3.1 in
head formation on morphological, cellular
and molecular levels



Tasks

Plant material preparation Phenotyping of the plants
e /
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Plant material preparation

A. thaliana 192 plants
B.rapa: 588 plants

A thaliana B.rapa
; PC cc
> | H:6 (2 Iin_es) H: 2 H: 1
i NH: 6 (2 lines) NH 3 NH 2
Jessaso HNH: 9 (3 lines) H-NH 8
3 NHH: 9 (3 lines) NHH: 5

g /' /'
Sowing the seeds Plant material collection, DNA
isolation for marker assisted
selection

A PCR

A Electrophoresis

1) 35S:BrARF3.1 1700 bp
A. thalianaselection

2) 35S:BrARF3.1B.rapa (CC and PTselection
A primer selection 1000 bp

700 bp
A markerassisted selection of the plants




Phenotyping A. thaliana
with 35S:BrARF3.1

Construct

type

Number
of leaves

Leaf
length

Leaf
width

Leaf
length/width
index

Leaf area
from the
top view

Leaf
curving
area

1

] Angle between
Petiole .

petiole and
length
surface

7 21,17




Cellular observation

of A. thallana
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The expansion of palisade cells is the key factor for
leaf epinasty of 35S:BrARF3.1 A. thaliana plants
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Gene expression analysis of

A. thaliana
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35S:BrARF3.1 Pak choi
H NH

13



