
The main obstacle to developing an HIV cure is viral latency: 
in some cases, the virus becomes dormant and can awaken 
at a later time, causing all the AIDS symptoms to reappear. 
We developed the B-HIVE technology (Barcoded HIV En-
sembles) to tag HIV-1 with random DNA barcodes in order 
to follow the fate of the infection in a population of T cells. 
Overall, the B-HIVE technology has showed that HIV-1 is 
sensitive to position effects in Jurkat T cells, in the sense 
that it is expressed at higher level when inserted in proxim-
ity of endogenous regulatory elements. Using Hi-C, we 
showed that HIV-1 responds not only to the chromatin but 
also to the local conformation of the genome. 

However, the effect is relatively small in comparison to the 
~1000-fold variations between different infections. There-
fore, other factors must also be taken into consideration in 
order to understand why HIV is active or latent.
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